MR EE
1. WRRES | BEBSELS SR ITMITUI LIRS TR
2. MRRRERS : A 2%
3. FIRRE (A, BB ¥LRRSNBNERHLTIRL)

Isolation and identification of Pseudoxanthomonas winnipegensis from blood culture by MALDI-
MS. Satomi Takei, Tatsuya Nagasawa, Yuji Sekiguchi, Junya Fujimura, Kanae Teramoto, Mitsuru
Wakita, Teruo Kirikae, Yuki Uehara, Tatsuya Tada, Yoko Tabe. Frontiers in Cellular and Infection
Microbiology. 16;16: 1755501, 2026.

Dual-input deep learning system for microbial identification from blood agar plates. Takao Naito,
Satomi Takei, Shigeki Misawa, Miyuki Kuribara, Yoko Tabe. PLOS ONE. 21(7): e0353761,2026.

Antimicrobial resistance in bloodstream infections in a children's hospital, Myanmar. Thida San,
Maiko Kirikae, Pan Ei Soe, Nang Sarm Hom, Satomi Takei, Tatsuya Tada, Yuki Uehara, Thi Thi
Htoon, Moe Myat Aye, Htay Htay Tin, Teruo Kirikae. Scientific Reports. In press.

4., MEEE WETHNERERAVWTHIBLFEEA)

(EE]Chryseobacterium indologenes (FE(ZRBHAINSDBESN. B RBREEZS|EHEIT, FHAE3v
N—ICBWT. ZEIMME C. indologenes DERFRDBEFR 4 #RZDBELIZ. INTORKRIE. PZ/HJVISRZR. AN
RELF BLOINADF /O RAERSHU TREMMEZRL. s/ EEHEWLEE (MIC) (& 512ug/mL M)
LZRURE. INBOT BRI, RTEED NIV \RAY -2 I- RS2 BLTFHLUF TR F 2R BL T
B0, F /00 FMEEEETUAF VM RE S DRI T/ BB 2D . RIS v —DEEIRE(C
BVWTZEIMME C. indologenes NEIEL TWBIEEBASHNCUIAISH TDIRE TH S,

(757E]

2016 FEH5 2020 FEICMFTEZHEIMIME C. indologenes DERERDBiERK 4 BRDY, v X—OTV7> I MRHICHS 2
DORFEDFBENSDEESNI, N5 4 BRDI5. 3 BRI A, 1 #R(3JRET B Mo BENIz, o, 4 HRDI5. 3
FRISFREAZKE. 1 ¥R(ZBDKESRTHoR.

FRIRZ4EBR(E. CLSI DA A RIA U WMERABIRVECLOTAEL. ENMEROF/NAEBHIEDEREE

(MIC) ZHIELI,

4 J1» DNA (. DNeasy Blood and Tissue Kit (Qiagen, Tokyo, Japan) #/z(& GIAGEN Genomic Tip
20/G (Qiagen) ZRAWLWTHHL. DNA 31735U(E Nextera XT DNA Library Prep Kit (Illumina, San
Diego, CA) ZRVWTRARU, 7/ L>—91>> (&, lllumina MiSeq (Illumina) $&U MinION

(Oxford Nanopore Technologies, Oxford, United Kingdom) ZRWTZEAEL. CLC Genomic
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%< 1. Antimicrobial susceptibility profiles of four C. indologenes isolates in Myanmar.

MIC (pg/mL)

o Breakpoint for
Antibiotic _ CRGN52  CRGN63  MyNCGM445  MyNCGMS551
resistance (ug/mL)

Amikacin 264 >512 >512 >512 >512
Arbekacin - >512 >512 >512 >512
Aztreonam 232 >512 >512 >512 >512
Ceftazidime 232 >512 >512 >512 >512
Ciprofloxacin 24 >512 >512 >512 >512
Colistin - >128 >128 >128 >128
Doxycycline 216 32 64 32 16
Imipenem 216 >512 >512 >512 >512
Meropenem 216 >512 >512 >512 >512
Minocycline 216 <2 <2 <2 <2
Trimethoprim-

culfamethoxazole 24/76 1/19 4/76 2/38 4/76
Tigecycline 24 32 32 4 128

MIC; minimal inhibitory concentration.

Breakpoints for antimicrobial resistance were determined according to CLSI guidelines.

Breakpoint for tigecycline was determined according to EUCAST guidelines and the US Food and Drug
Administration (FDA).
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3% 2 Summary of the characteristics of the four multidrug-resistant C. indrogenes

Mutatio
. Tetracy n(s) in
Date Aminogly . Mutation(s) in
. : cline lipid A
) Hospi of  Sou Carbapenemase coside ) DNA gyrase
Strains ) ) ) resistan biosynt
tals  isolati rce genes(s) resistance
ce hesis
on gene(s)
gene(s)
GyrA GyrB LpxA
MyNCG Nov  Uri blacia-4, blamnp-, S83Y, L4251, G68D,
erm(F) tet(X2)
M445 2016  ne blaoxa-347 D87G  K473R Q72D
MyNCG Mar  Uri  blacias, blainp-2, S83Y, L4251, G68D,
erm(F) tet(X2)
M551 2017 ne blaOXA.347 D87G K473R Q72D
CRGNS5 Sep Pleu blaCIA_4, blaIND_z, SS3Y, L425L G68D,
erm(F) tet(X2)
2 2020 ral blao)(A.347 D87G K473R Q72D
CRGN6 Des  Uri  blacia4, blamp-2, S83Y, L4251, G68D,
erm(F) tet(X2)
3 2020 ne blao)(A.347 D87G K473R Q72D
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JRCGR_CIN-01 Pakistan
S0O119 China
CMCIs6 Thailand
12 China
Cc13 China
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CRGN-63 Myanmar
CRGN-52 Myanmar
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